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9 of 9 review helpful Readable and practical By wiredweird Pevzner has written a very useful book on bioinformatics 
algorithms and one that seems reasonably up to date The table of contents follows a classic plan restriction maps 
assembly and sequencing 2 and N way string comparisons and analysis of rearrangements There s a good but brief 
section on mass spec analysis unfortunately that chapter is called Prote In one of the first major texts in the emerging 
field of computational molecular biology Pavel Pevzner covers a broad range of algorithmic and combinatorial topics 
and shows how they are connected to molecular biology and to biotechnology The book has a substantial 
computational biology without formulas component that presents the biological and computational ideas in a relatively 
simp About the Author Pavel Pevzner is Ronald R Taylor Professor of Computer Science at the University of 
California San Diego He is the author of Computational Molecular Biology An Algorithmic Approach MIT Press 
2000 
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this course is a continuation of 410603 advanced cell biology i and further explores cell organization and subcellular 
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conference series organized by the wigner  review togashi yuichi theoretical computational biophysics researcher 
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